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1 MDPPAVVAESVSSLTIADAFIAAGESSAPTPPRPALPRRFICSFPDCSAN 50 

I I 1 I I I I II 1 I I I I I I I I I I I I I I I I i I I I I 1 I I i I I i ! I I I I i I I I I 
1 . . PPAVVAESVSSLTIADAFIAAGESSAPTPPRPALPRRFICS FPDCSAN 4 8 

51 YSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRHILTHTGEKPr 100 

I I I I I I I I I I II M M I I I I I I I M I I I I I I I I I M i I I I I I I I I I i I M 
4 9 YSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRH ILTHTGEKPF 98 

101 VCAATGCDQKFNTKSNLKKHFERKHENQQKQYICSFEDCKKTFKKHQQLK 150 
I I I I I I I I I I I I i I I I I I I I I I I I II I I I I I I ! I M ! II I I I I I I I ! ft 
9 9 VCAANGCDQKFNTKSNLKKHFERKHENQQKQYICSFEDCKKTFKKHQQLK 14 8 

151 IHQCQHTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQKGCSFVAK 200 

I I I I I I I I I I I I I M I I I I I I I I I I I I I II I I I I I I I ! I I I I I I I I I I I I 
14 9 IHQCQHTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQKGCSFVAK 198 

201 TWTELLKHVRETHKEEILCEVCRKTFKRKDYLKQHMKTHAPERDVCRCPR 250 

I I I I I M I i I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I 1 I I I I I I I 
199 TWTELLKHVRETHKEEILCEVCRKTFKRKDYLKQHMKTHAPERDVCRCPR 24 8 

251 EGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQSLTRHAVV 300 

I I I I I I I I M I I I I I ! I I I I I I II I I I I I II I I I I I I I I I 1 M ! i i I I I I 
24 9 EGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQSLTRHAVV 2 98 



301 HDPDKKKMKLKVKKSREKRSLASHLSGYIPPKRKQGQGLSLCQNGESPNC 350 
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T ! ; 2 99 HDPDKKKMKLKVKKSREKRSLASHLSGYIPPKRKQGQGLSLCQNGESPNC 34 8 

4* 351 VEDKMLSTVAVLTLG 3 65 
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Ql 34 9 VEDKMLSTVAVLTLG 3 63 
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1 MDPPAVVAESVSSLTI ADAFIAAGESSAPTPPRPALPRRFIC 4 2 

: I I M I I I i I I I I I i I ! I I I I I I I i I I I I I I I! I I I I I I I I I 
51 PGLGGAGALDPPAVVAESVSSLTIADAFIAAGESSAPTPPRPALPRRFIC 100 

4 3 SFPDCSANYSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRHIL 92 
I I I I I ! I I ! I f I i I I I I I I M i I I I i I i I I I I I I I I I i I I I I ! I I I I I I I 
101 SFPDCSANYSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRHIL 150 

93 THTGEKPFVCAATGCDQKFNTKSNLKKHFERKHENQQKQYICS FEDCKKT 142 
I I I I I ! I ! I I I I I I I I S I I ! I I II I I I I I I I 1 I I I I I I I I I I If I I I i I 
151 THTGEKPFVCAANGCDQKFNTKSNLKKHFERKHENQQKQY ICS FEDCKKT 200 

14 3 FKKHQQLKIHQCQHTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQ 192 
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201 FKKHQQLKIHQCQNTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQ 250 

193 KGCSFVAKTWTELLKHVRETHKEEILCEVCRKTFKRKDYLKQHMKTHAPE 24 2 
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251 KGCSFVAKTWTELLKHVRETHKEEILCEVCRKTFKRKDYLKQHMKTHAPE 300 



24 3 RDVCRCPREGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQ 292 
l) I I I I I I I t I M I I i I I I I I I I I I I I I I I I I I I I I ! I I I I I I I I ! I I I I I I 

11 301 RDVCRCPREGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQ 350 

4» 2 93 SLTRHAVVHDPDKKKMKLKVKKSREKRSLASHLSGYIPPKRKQGQGLSLC 34 2 

fU I II II I I I I I I I I I I i i I I ! I 1 I IS I I I M I I I I I ! I I I ! 

m 351 SLTRHAVVHDPDKKKMKLKVKKSREKRE FGLSSQWI YPPKRKQGQGLSLC 4 00 



34 3 QNGESPNCVEDKMLSTVAVLTLG 3 65 
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4 01 QNGESPNCVEDKMLSTVAVLTLG 4 23 
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51 PGLGGAGALDPPAVVAESVSSLTIADAFIAAGESSAPTPPRPALPRRFIC 100 
I I I I I I I I I M ! I I I 1 I i I I 1 I M I I I I I I I I I I I I -I I 1 I 

1 PPAVVAESVSSLTIADAFIAAGESSAPTPPRPALPRRFIC 4 0 

101 SFPDCSANYSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRHIL 150 
i I 1 ! I I 1 ! I M I ! ! I i I ! I I I t I I I I I I i I I I I ! I I i I I I I I i I I I t I I I 

41 SFPDCSANYSKAWKLDAHLCKHTGERPFVCDYEGCGKAFIRDYHLSRHIL 90 

151 THTGEKPFVCAANGCDQKFNTKSNLKKHFERKHENQQKQY I CS FEDCKKT 200 
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91 THTGEKPFVCAANGCDQKFNTKSNLKKHFERKHENQQKQY ICS FEDCKKT 14 0 

201 FKKHQQLKIHQCQNTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQ 250 

I ! I I I I I I I I I I I . I I I I li I i I I I ! I f 1 I I I I M i M I I I M II I I ! I I 

141 FKKHQQLKIHQCQHTNEPLFKCTQEGCGKHFASPSKLKRHAKAHEGYVCQ 190 

251 KGCSFVAKTWTELLKHVRETHKEEILCEVCRKTFKRKDYLKQHMKTHAPE 300 

i I I I I I I 1 I M I I II I I I I I I I I II I I I I ! I I I I I I I I I I 1 I I I I I I I I I 

191 KGCSFVAKTWTELLKHVRETHKEEI LCEVCRKTFKRKDYLKQHMKTHAPE 24 0 



yj 301 RDVCRCPREGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQ 350 

m i i i i i i i i i i i ii i M i i i i i i i i i i i si i i i i i i i i ! i i i i i ii i i ii i 

i "l 241 RDVCRCPREGCGRTYTTVFNLQSHILSFHEESRPFVCEHAGCGKTFAMKQ 2 90 

^ 351 SLTRHAVVHDPDKKKMKLKVKKSREKREFGLSSQWI YPPKRKQGQGLSLC 4 00 

'-f i I I I I I I I I i I I I I I M I I I I I II I I I I M I I I I I I I I I I 

pj 2 91 SLTRHAVVHDPDKKKMKLKVKKSREKRSLASHLSGYI PPKRKQGQGLSLC 34 0 
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1 CCGCCGGCCGTGGTCGCCGAGTCGGTGTCGTCCTTGACCATCGCCGACGC 50 
1PPAVVAESVSSLTIADA 17 



51 GTTCATTGCAGCCGGCGAGAGCTCAGCTCCGACCCCGCCGCGCCCCGCGC 100 
18 FIAAGESSAPTPPRPAL 34 



101 TTCCCAGGAGGTTCATCTGCTCCTTCCCTGACTGCAGCGCCAATTACAGC 15 0 
35 PRRFICSFPDCSANYS 50 



151 AAAGCCTGGAAGCTTGACGCGCACCTGTGCAAGCACACGGGGGAGAGACC 200 
51 KAWKLDAHLCKHTGERP 67 



201 ATTTGTTTGTGACTATGAAGGGTGTGGCAAGGCCTTCATCAGGGACTACC 250 
68 FVCDYEGCGKAFIRDYH 84 



251 ATCTGAGCCGCCACATTCTGACTCACACAGGAGAAAAGCCGTTTGTTTGT 300 
85 LSRHI LTHTGEKPFVC 100 



301 GCAGCCAATGGCTGTGATCAAAAATTCAACACAAAATCAAACTTGAAGAA 350 

101 AANGCDQKFNTKSNLKK 117 

2* 351 ACATTTTGAACGCAAACATGAAAATCAACAAAAACAATATATATGCAGTT 4 00 

Hi 118 HFERKHENQQKQYICSF 134 



4 01 T TG AAG AC T G T AAG AAG AC C T T T AAG AAAC AT C AG C AGC T G AAAAT C CAT 4 50 
135 EDCKKTFKKHQQLK-1 H 150 



>3 4 51 CAGTGCCAGCATACCAATGAACCTCTATTCAAGTGTACCCAGGAAGGATG 500 

151 QCQHTNEPLFKCTQEGC 167 



501 TGGGAAACACTTTGCATCACCCAGCAAGCTGAAACGACATGCCAAGGCCC 550 
168 GKHFAS PSKLKRHAKAH 184j 



551 ACGAGGGCTATGTATGTCAAAAAGGATGTTCCTTTGTGGCAAAAACATGG 600 
185 EGYVCQKGCSFVAKTW 200 



601 ACGGAACTTCTGAAACATGTGAGAGAAACCCATAAAGAGGAAATACTATG 650 
201 TELLKHVRETHKEEILC 217 
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651 TGAAGTATGCCGGAAAACATTTAAACGCAAAGATTACCTTAAGCAACACA 7 00 

218 EVCRKTFfCRKDYLKQHM 234 

7 01 TGAAAACTCATGCCCCAGAAAGGGATGTATGTCGCTGTCCAAGAGAAGGC 7 50 

235 KTHAPERDVCRCPREG 250 

7 51 TGTGGAAGAACCTATACAACTGTGTTTAATCTCCAAAGCCATATCCTCTC 8 00 

251 CGRTYTTVFNLQSHILS 267 

801 CTTCCATGAGGAAAGCCGCCCTTTTGTGTGTGAACATGCTGGCTGTGGCA 8 50 

268 FHEESRPFVCEHAGCGK 284 

851 AAACATTTGCAATGAAACAAAGTCTCACTAGGCATGCTGTTGTACATGAT 900 

285 TFAMKQSLTRHAVVHD 300 

901 CCTGACAAGAAGAAAATGAAGCTCAAAGTCAAAAAATCTCGTGAAAAACG 95 0 

301 PDKKKMKLKVKKSREKR 317 

951 GAGTTTGGCCTCTCATCTCAGTGGATATATCCCTCCCAAAAGGAAACAAG 100 0 

318 SLASHLSGYI PPKRKQG 334 

1001 GGCAAGGCTTATCTTTGTGTCAAAACGGAGAGTCACCCAACTGTGTGGAA 105 0 

J: 335 QGLSLCQNGESPNCVE 350 

01 ..... 

s 1051 GACAAGATGCTCTCGACAGTTGCAGTACTTACCCTTGGCTAAGAACTGCA 1100 

r>\ 351 DKMLSTVAVLTLG* 364 

m 

£3 1101 CTGCTTTGTTTAAAGGACTGCAGACCAAGGAGCGAGCTTTCTCTCAGAGC 1150 

m 

0 1151 ATGCTTTTCTTTATTAAAATTAC 1173 
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1 ATGCGCGATCTCCCGGAGCATGCGCAGCAGCGGCGCCGACGCGGGGCGGT 5 0 

1 MRSSGADAGRC 11 

51 GCCTGGTGACCGCGCGCGCTCCCGGAAGTGTGCCGGCGTCGCGCGAAGGT 100 

12 L V T A R..A PGSVPASREG 27 

101 TCAGCAGGGAGCCGTGGGCCGGGCGCGCGGTTCCCGGCACGTGTCTCGGC 150 

28 SAGSRGPGARFPARVSA 44 

151 ACGTGGCAGCGCGCCTGGCCCTGGGCTTGGAGGCGCCGGCGCCCTGGATC 200 

45 RGSAPGPGLGGAGALDP 61 

201 CGCCGGCCGTGGTCGCCGAGTCGGTGTCGTCCTTGACCATCGCCGACGCG 250 

62 PAVVAESVSSLTIADA 7 7 

251 TTCATTGCAGCCGGCGAGAGCTCAGCTCCGACCCCGCCGCGCCCCGCGCT 300 

78 FIAAGESSAPTPPRPAL 94 

s ..... 

C3 301 TCCCAGGAGGTTCATCTGCTCCTTCCCTGACTGGAGCGCCAATTACAGCA 350 

hj 95 PRRFICS FPDCSANYSK 111 

j 1 ! 351 AAGCCTGGAAGCTTGACGCGCACCTGTGCAAGCACACGGGGGAGAGACCA 4 00 

HJ 112 AWKLDAHLCKHTGERP 127 

jU 4 01 TTTGTTTGTGACTATGAAGGGTGTGGCAAGGCCTTCATCAGGGACTACCA 4 50 

.t 128 FVCDYEGCGKAFI RDYH 144 

U ! 

isrr ..... 

63 4 51 TCTGAGCCGCCACATTCTGACTCACACAGGAGAAAAGCCGTTTGTTTGTG 500 

h 145 LSRHILTHTGEKPFVCA 161 



501 CAGCCAATGGCTGTGATCAAAAATTCAACACAAAATCAAACTTGAAGAAA 550 

162 ANGCDQKFNTKSNLKK 177, 

551 CATTTTGAACGCAAACATGAAAATCAACAAAAACAATATATATGCAGTTT 600 

178 HFERKHENQQKQYICSF 194 



601 TGAAGACTGTAAGAAGACCTTTAAGAAACATCAGCAGCTGAAAATCCATC 650 

195 EDCKKTFKKHQQLKI HQ 211 

651 AGTGCCAGAATACCAATGAACCTCTATTCAAGTGTACCCAGGAAGGATGT 7 00 

212 CQNTNEPLFKCTQEGC 227 
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7 01 GGGAAACACTTTGCATCACCCAGCAAGCTGAAACGACATGCCAAGGCCCA 750 

228 GKH FAS PSKLKRHAKAH 244 

7 51 CGAGGGCTATGTATGTCAAAAAGGATGTTCCTTTGTGGCAAAAACATGGA 8 00 

245 EGYVCQKGCSFVAKTWT 261 

801 CGGAACTTCTGAAACATGTGAGAGAAACCCATAAAGAGGAAATACTATGT 850 

262 ELLKHVRETHKEEILC 277 

851 GAAGTATGCCGGAAAACATTTAAACGCAAAGATTACCTTAAGCAACACAT 900 

278 ^EVCRKTFKRKDYLKQHM 294 

901 GAAAACTCATGCCCCAGAAAGGGATGTATGTCGCTGTCCAAGAGAAGGCT 950 

295 KTHAPERDVCRCPREGC 311 

951 GTGGAAGAACCTATACAACTGTGTTTAATCTCCAAAGCCATATCCTCTCC 1000 

^ 312 GRTYTTVFNLQSHILS 327 

y3 ..... 

&~$ 1001 TTCCATGAGGAAAGCCGCCCTTTTGTGTGTGAACATGCTGGCTGTGGCAA 1050 

[ ; j 328 FHEESR-PFVCEHAGCGK 34 4 

J ? 1051 AACATTTGCAATGAAACAAAGTCTCACTAGGCATGCTGTTGTACATGATC 1100 

FJ 34 5 TFAMKQSLTRHAVVHDP 361 

m 

JU 1101 CTGACAAGAAGAAAATGAAGCTCAAAGTCAAAAAATCTCGTGAAAAACGG 1150 

'ri 362 DKKKMKLKVKKSREKR 377 
U I 

\ s 

p 1151 GAGTTTGGCCTCTCATCTCAGTGGATATATCCTCCCAAAAGGAAACAAGG 1200 

£*i 378 EFGLSSQWIYPPKRKQG 394 

1201 GCAAGGCTTATCTTTGTGTCAAAACGGAGAGTCACCCAACTGTGTGGAAG 1250 

395 QGLSLCQNGESPNCVED 4 11, 

1251 ACAAGATGCTCTCGACAGTTGCAGTACTTACCCTTGGCTAAGAACTGCAC 1300 

412 ■ KMLSTVAVLTLG* 424 

1301 TGCTTTGTTTAAAGGACTGCAGACCAAGGAGTCGAGCTTTCTCTCAGAGC 13 50 

ATGCTTTTCTTTATTAAAATTACTGATGCAGAAAAAAAAAAAAAAAAAA 139 9 
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